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Nanopore RNA-seq:
- Extended search space
- Human HCT116 cells
- HCD orbitrap acquisition





iPRG 2020 study:
- 4 microbial mixes, with 

unknown sequences
- Extremely large search space
- CID ion trap acquisition





Immunopeptidomics:
- non-specific cleavage
- peptides with low ionization 

and fragmentation efficiency
















